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1. ABSTRACT

BRAF is a cytoplasmic serine-threonine protein 
kinasethat plays a critical role in the MAPK signaling 
pathway. BRAF is the only member of the RAF family 
activated by mutation in human cancers. A single amino 
acid substitution (V600E) accounts for a multitude of 
human cancers, which causes constitutive kinase activity. 
In papillary thyroid cancer (PTC) and papillary-derived 
anaplastic thyroid cancer (ATC), the BRAFV600E mutation 
promotes follicular cell transformation. The BRAFV600E 

mutation could provide valuable prognostic information 
for thyroid cancer, because this mutation has been 
correlated with more aggressive and iodine-resistant 
phenotypes. Evidence has also shown that the detection 
of the BRAFV600E mutation in cancer is crucial in order 
to identify novel avenues for thyroid cancer treatment. 
Based on the BRAF kinase structure, novel drugs can 
potentially be designed to target oncogenic BRAF in 
cancer therapeutics. This review will focus on the recent 
progress in understandingthe functions of BRAF, the 
role of the BRAF mutations in thyroid carcinoma, and 
the correlation between BRAF mutations and cancer 
microenvironment.

2. INTRODUCTION

Thyroid carcinoma is the most common 
endocrine cancer and accounts for ~1% of all cancers.
The thyroid gland is composed of two hormone-producing 
cell types: follicular cells and parafollicular cells.Follicular 
cells incorporate iodine to produce thyroid hormone, 
while parafollicular cells are much less prevalent and 
produce calcitoninto regulate calcium levels. Follicular 
cell-derived thyroid carcinomas are usuallyclassified into 
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four types of cancers: papillary thyroid cancer, follicular 
thyroid cancer (FTC), anaplastic thyroid cancer, and 
medullar carcinoma. 

The incidence of thyroid cancer is 
rapidlyincreasingthroughout the world, especially among 
women.PTC is the most common type and accounts 
for approximately 80% of all thyroid malignancies (1). 
Differentiated thyroid cancer, including PTC, is usually 
curable and has an excellent prognosisafterstandard 
surgical treatment, radioiodine ablation therapy, and 
levothyroxine suppression. Furthermore, thyroid 
cancer treatment has been aided through the use of 
thyroid ultrasound and fine-needle aspiration.Thyroid 
ultrasonography, which is a noninvasive imaging 
technique, is becoming increasingly important method 
used to evaluate thyroid nodules. Recently, a new 
technique named virtual touch tissue quantification of 
acoustic radiation force impulse, has a higher diagnostic 
performance than conventional elasticity imaging  (2-5).
However, many patients still succumb to thyroid 
carcinoma. Thyroid cancers can present undifferentiated 
variants and a loss function of iodine uptake, causing 
resistance to radioiodine therapy. These patients thus 
have a high recurrence rate and poor prognosis, and 
there are no effective therapeutic options. 

Thyroid carcinomas carry several highly 
prevalent genetic alterations involving the mitogen-
activated protein kinase (MAPK) pathway, some of which 
are exclusive tothis type of cancer. These oncogenic 
alterations include: RAS mutations (6, 7), RET/PTC 
rearrangements (8, 9), B-type RAF kinase (BRAF) 
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mutationsand PAX8-peroxisome proliferator-activated 
receptor γ (PPARγ) rearrangements (10, 11). In PTC, 
RET/PTC rearrangements,BRAF point mutations, 
and RAS mutations are found in over 70% of papillary 
carcinomas and rarely overlap in the same cancer (12).

The BRAF gene is highly mutated in tumor cells; 
over 40 different mutations have been identified. The 
BRAFV600E mutation is the most common and accounts 
for more than 90% of all mutations found in the BRAF 
gene (13). Moreover, this mutation is frequently present 
in thyroid cancer (14-19). Intriguingly, the BRAFV600E 
mutation in thyroid cancer occurs in approximately 50% 
of PTC and PTC-derived anaplastic thyroid carcinoma 
cases, but rarely occursin follicular thyroid carcinoma or 
other types of thyroid tumors (20).

PTC in patients harboring the BRAFV600E 
mutation appears to display a more aggressive clinical 
behavior but little is known about the role of this mutation in 
tumor adhesion,migration,invasion and metastasisin the 
tumor microenvironment. The extracellular matrix(ECM) 
microenvironment not onlyserves as a structural scaffold 
for malignant cells, but alsoinfluences cell behavior and 
affects viability and proliferation. BRAFV600E, on cell 
surface receptors and ECM, appears to trigger different 
pathological and biological effects in a cell context-
dependent manner.

Fine-needle aspiration is a useful approach 
to screen for the BRAFV600E mutation and refine the 
diagnostic accuracy of PTC. Pre-operative BRAFV600E 
analysis may provide more important prognostic value for 
patients. In addition, the development of BRAF-targeted 
therapy may provide a promising treatment for various 
human cancers, especially for PTC patients harboring 
this molecular aberration (20).

In this article, we review the mechanisms 
of BRAF and the MAPK signaling pathway in the 
pathogenesis of PTC, recent advances in the use of 
the BRAFV600E mutation as a potential target for thyroid 
cancertherapeutics, and the correlation between BRAF 
mutations and the cancer microenvironment.

3. RAF STRUCTURE

RAF is a 766amino acid protein kinase that 
regulates signal transduction.Similar to other protein 
kinases, RAF has a characteristic bilobar conformation 
in its tertiary structure and of three conserved regions 
characteristic of the Raf kinase family:conserved 
region 1  (CR1), a RAS-GTP-binding self-regulatory 
region (CR2), and a serine-rich hinge region (CR3) 
encompassing the kinase domain (21). Within the NH2 
terminus, CR1 is a regulatory domain that auto-inhibits 
the C-terminal BRAF kinase domain (CR3). In CR1, 
residues 155-227 bind to RAS, releasing CR1 and halting 

kinase inhibition.Residues 234-280 contain a RAS-
binding domain that targets localization to the plasma 
membrane. CR3 makes up the catalytic protein kinase 
domain that phosphorylates a consensus sequence on 
protein substrates. CR3 contains two important lobes, 
connected by a short hinge region. The smaller N-region 
is responsible for ATP binding, and the larger lobe binds to 
substrate proteins. The kinase site is in the cleft between 
the two lobes, while the catalytic Asp576 residue is on 
the C-lobe.Phosphorylation of two key residues(T599 
and S602 for BRAF) on the C-lobe is necessary for RAF 
activation. The other motif that requires phosphorylationis 
the N-region which contains a SSYY motif.For activation, 
the first serine and last tyrosine residues of the N-region 
in ARAF (S298SYY) and CRAF (S338SYY) must be 
phosphorylated. However, the S446residue in BRAF is 
constitutively phosphorylated;the last tyrosine residue 
phosphorylation is necessary for activation, and aspartic 
acids can substitutefor tyrosine residues to mimic 
phosphorylation.BRAF has a higher constitutive kinase 
activity than the two other RAF family members because 
the phosphorylationof the S446residuein BRAFleads to a 
highlynegatively charged amino territory (22).

4. RAF SIGNALING PATHWAY

RAF is acentral component of the highly conserved 
MAPK signaling pathway (also known asthe RAS-RAF-
MEK-ERK cell signaling pathway) (Figure 1). The MAPK 
pathway transferssignals from the extracellular matrix to 
the nucleus through receptor tyrosine kinases (RTKs),and 
plays a critical role in mediating cellular proliferation, 
differentiation, apoptosis, and survival(23,  24). RAS 
is activated by a variety of plasma membrane signals 
such as cytokines, hormones, and growth factors. In its 
active GTP-bound state,RAS recruits wild type RAF to 
the plasma membrane for activation.Activated RAFthen 
specifically phosphorylates and activates MEK1/2, which 
in turn phosphorylates and activates extracellular signal-
regulated kinase(ERK1/2). In thenucleus and cytosol, 
phosphorylated ERK has more than 150 downstream 
targets(25). The activated ERK1/2 translocates into the 
nucleus and directly phosphorylates multiple transcription 
factors, including c-Jun, c-Myc, Ets and c-Fos(26). These 
transcription factors play important roles in regulatingthe 
cell cycle, cell growth, and cell survival. ERK also 
phosphorylates many cytosolic proteins, including cell-
cycle regulators such as the retinoblastoma protein and 
apoptotic proteins such as Bad, MCL-1, and caspase 
9, and cytoskeletal proteins such as paxillin, calnexin, 
and vinexin.The mechanisms of the RAF family kinases 
are divergent and mainly dependent on the specific cell 
types involved. The multiple steps in the MAPK signaling 
pathway enable signal amplification and modulation by 
different protein kinases and scaffolding proteins(27).

The regulation of this MAPK pathway is 
complicated because multiple isoforms of every pathway 
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protein exist, each encoded by different genes with 
overlapping yet distinct functions. RAF kinases,cellular 
homologues of V-Raf oncogenes, were first acquired by 
retrovirus (28-30). Mammals have three RAF members: 
ARAF, BRAF, and CRAF (31) that share the three 
conserved regions (CR1, CR2, and CR3). Among the 
RAF isoforms, BRAF is significantly different from ARAF 
and CRAF significantly for fewer regulatory steps for 
activation (27). BRAF is expressed in many human cells, 
including thyroid follicular cells. The BRAF gene, found 
on chromosome 7q24, encodes a cytoplasmic serine-
threonine protein kinase, has a higher level of activitythan 
the other RAF isoforms, and is the major activator of 
MEK1/2 (32-34).

Mutations in BRAF,the most frequently mutated 
human oncogene in the kinase superfamily,can be found 
in a variety of human cancers (35).These mutations 
enable constitutive BRAF kinase activation. Interestingly, 
a couple of mutations reduce BRAF kinase activity 
and thus MRK phosphorylation, but they can form a 

heterodimer with CRAF, resulting in downstream MEK-
ERK signalingin response to mitogenic signals (36, 37).
Additionally, the kinase suppressor of RAS (KSR), which 
primarily functions as a scaffold, co-localizing RAF, MEK, 
and ERK, is able to trigger BRAF activation through side-
to-side heterodimerization (38,39). Thus, the intricacy 
of the MAPK pathway and BRAF regulation creates a 
variety of opportunities whereby a mutation could result 
in aberrant BRAF signaling.Recent evidence has shown 
that oncogenic BRAF mutations function by bypassing 
the requirement for BRAF dimerization or weakening 
the interactionsof BRAF with MEK1. This may indicate a 
regulatory role for BRAF dependent on its interaction with 
MEK instead of RAF kinase activity (40).

5. BRAF MUTATION IN THYROID CANCERS

Constitutive activation of the MAPK signaling 
pathway is universal to numerous cancers.Approximately 
15% of human cancers have activating RAS mutations 
(41).BRAF mutations have been discovered in a variety 

Figure 1. The MAPK signaling pathway. This pathway is initiated by a receptor tyrosine kinase locating on the cell membrane, which subsequently 
activated RAS facilitating dimerization of BRAF. MEK phosphorylated by activated BRAFphosphorylates ERK, resulting in the variety of cellular effects.
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of human cancer cell lines, including those derived from 
thyroid cancers, colorectal cancers, lung cancers,ovarian 
cancersandmalignant melanomas (42-45).

BRAF mutations have only been reported 
in two types of thyroid cancer, PTC and ATC (46). 
From 29 studies reporting on BRAF mutations in more 
than 2000 examined thyroid cancers, the average 
frequency of mutations in PTC and ATC is 44% and 
24% respectively (20).Compared to other RAF isoforms, 
BRAF plays a central role in regulating thyroid-specific 
protein expression and proliferative capacity (47).

In 2002, the first activating mutations in BRAF 
were reported and clustered in the kinase domain (43).
Since then, over 40 BRAF mutations have been reported. 
Most mutations are in the kinase domain and ATP-binding 
site (P-loop), resulting in increased MEK phosphorylation. 
The most common BRAF-activating mutation,accounting 
for approximately 90% of cancer-associated mutations, 
is the T1799A substitutionlocated on exon15 resulting in 
a V600E amino acid substitution.

With the crystal structuredetermination of 
both inactive and active BRAF, a mechanism hasbeen 
proposed to explain the relevance of the BRAFV600E 

mutation to oncogenic and constitutive activation of 
BRAF kinase. In its natural conformation, residues T599 
to S602 form a hydrophobic interaction with a residuein 
the P-loop, keeping this BRAF kinase inactivated. 
When the BRAFV600E mutation is present,two activating 
phosphorylation events occur on residues T599 and 
S602adjacent to the V600 residue.The negatively charged 
phosphates destabilize the inactive conformation, 
disrupting hydrophobic interactions, and resulting in 
folding into an active conformation. The level of kinase 
activity can be elevated almost 500-fold by a BRAF 
V600E substitution (41).At the same time, favorable salt 
bridge interactions can form with either residue K507 or 
the highly conserved R575 residue from the catalytic loop, 
which in turn stabilizes the active conformation of the 
kinase (43, 48-50).Approximately 45% of PTCs in adults 
have mutations that result in a V600E substitution in BRAF 
and consequent constitutive activation, making BRAF 
mutations the most common defined genetic abnormality 
in thyroid cancers (20). In vitro, BRAFV600E shows high 
kinase activity and a high level of transformation in 
fibroblasts and melanocytes  (41,43,51-53).

Besides the BRAFV600 Emutation, rare 
thyroid tumors have been described with BRAF kinase 
activating mutations at residues 599 and 601.Nearly 
seventy percentages of BRAF mutations elevate 
kinase activity and signal to ERK in vivo; whereas 
BRAFG465E, BRAFG465V, and BRAFG595R can impair 
kinase activity towards MEK in vitro, but activate C-RAF 
and endogenous ERKin vivo (41). In addition, there are 
BRAF-inactivating mutations. The BRAFD594V variant, 

found in a variety of cancers, is “kinase-dead”and 
devoid of catalytic activity. In addition, BRAFD594E 

reportedlybindsto CRAF and cooperates with the RAS 
mutation, stimulating the MAPK signaling cascade and 
increasing tumor growth (54). Another BRAF-activating 
mutation detected in thyroid tumors is the BRAFK601E 
mutation, which has been observed in two benign thyroid 
adenomas (18,55) and three follicular-variant PTCs(56).
Finally, the long arm of chromosome 7 has been 
found inverted, resulting in recombinant AKAP9-BRAF 
oncogene formationin radiation-induced papillary thyroid 
carcinomas, whereas BRAF mutations were almost not 
detected in this fusion (57). This rearrangement inhibits 
the function of BRAF auto-inhibitory domains, resulting 
in constitutive kinase activation. Overall, the direct 
oncogenic activation of BRAF is an extremely common 
event in PTC tumorigenesis.

The BRAFV600Emutation is usually found in 
papillary thyroid microcarcinomas, indicating that this 
mutation is an early event during PTC development. 
Evidence indicates that BRAFV600E has a capacity 
to induce thyroid follicular cell dedifferentiation both 
in vitro and in transgenic mice (58). In transgenic mice, 
conditional endogenous expression of BRAFV600E 
transforms tumors into poorly differentiated cancers 
with aggressive characteristics (58). The BRAFV600E 
mutation may thus be an initiating factor in oncogenic 
transformation.In addition, BRAFV600E over-expressed in 
rat thyroid cells in vitro shows an increase in migration 
and the upregulation of matrix metallo-proteases (MMPs), 
particularly MMP3 and MMP9,in tumor invasion (59, 60). 
The proliferation of cells with the BRAFV600Emutation can 
be inhibited using MAPK pathway inhibitors or BRAF 
knockdown  (61,  62). These data further indicatethat 
BRAFV600E is an oncogene in thyroid carcinoma.

6. MICROENVIRONMENT AND BRAF 
MUTATION IN THYROID CARCINOMA

The tumor microenvironment is a dynamic 
system orchestrated by blood vessels, malignant cells, 
fibroblasts, signaling molecules, and the ECM.Decades 
of investigations have found that tumorigenesis is 
strongly affected by nonmalignant cellsin the tumor 
microenvironment (63). Tumors cells can influence 
the microenvironment by releasing extracellular 
signals, promoting tumor angiogenesis, and inducing 
peripheral immune tolerance, whileimmune cells in the 
microenvironment can affect the growth and evolution 
of cancerous cells (64, 65).Tumor epithelial cells and 
microenvironment stromal cells interact with each 
other through cell adhesion molecules (e.g. integrins, 
CD44),cytokines, and non-cellular ECM components 
(e.g. thrombospondin-1, fibronectin) (65).

The ECM is a fundamental component of the cell 
microenvironment, and has been substantially expanded 



Role of BRAF in the pathogenesis of thyroid carcinoma

	 1072� © 1996-2015

during the evolution of vertebrates. It provides more than 
mechanical support, and is a locus for cell adhesion, 
with potential roles in basement membranes and tumors. 
All epithelial cells associate with the ECM; therefore, 
radical alterations in the composition and organization 
of the ECM in human cancers could affect cell survival, 
proliferation, adhesion, migration, and other properties of 
both tumor and stromal cells.

So far, some data have shed light on how the 
BRAFV600E oncogene affects the tumor environment in 
thyroid cancer, including interactions between neoplastic 
thyroid follicular cells and ECM components.The 
BRAFV600E mutation in cancer up-regulates Skp-2 and 
NF-κB signaling, and deregulates downstream targets 
including tumor suppressor genes (TIMP-3) and micro-
RNAs (66). In PTC, BRAFV600E correlates with VEGF 
(vascular endothelial growth factor) protein expression 
perhaps via the BRAFV600E modulation of hypoxia-
inducible factors (66). In addition, the activation of 
BRAFV600E in a normal rat thyroid causes the expression 
of genes such as matrix metallo-proteases (60). 
Traditionally, these enzymes may promote tumor invasion 
by breaking down various non-cellular components 
of the ECM. PTC harboring BRAFV600E shows a more 
aggressive clinico-pathological behavior and a significant 
increase in MMP-2 and MMP-9 protein levels, thus 
suggesting that these proteins may play a critical role in 
PTC progression (67).

7. INHIBITORS TARGETING BRAF

Thyroid cancers and other human tumors 
with BRAF mutations tend to have more aggressive 
phenotypes and often become resistant to traditional 
therapies.In addition, as mentioned above, the constitutive 
activation of BRAFV600 mutation and the MAPK pathway 
are primarily responsible for tumorigenesis and tumor 
progression in PTC (13, 41, 43). Pharmacologic targeting 
BRAFV600E may give great promise to the patients with 
PTC harboring a BRAF mutation. Using inhibitors that 
target the BRAF kinase or its downstream effectors is the 
logical therapeutic approach to inhibit tumor growth and 
progression.Different trials have evaluated the anticancer 
effects of BRAF inhibitors, and the preclinical results are 
encouraging. Structure-based drug design can further 
develop novel small molecules inhibitors of BRAFV600E 
that can be inserted into the ATP-binding site and trap 
oncogenic BRAFV600E in an inactive conformation 
(68,  69). These chemical compounds could inhibit 
BRAFV600E kinase activity through blocking the ERK1/2 
phosphorylation and G1-phase cell cycle arrest (68, 69). 

PLX4032, a small molecule specific BRAF 
inhibitor, shows a potential inhibition of cell growth, 
migration,and aggression of BRAFV600E human ATC 
cell lines (70).PLX4032 induce partial or even complete 
tumor regression in the patients of melanoma with the 

BRAFV600E. In thyroid cancer cell lines harboring wild 
type BRAF, PLX4032 showed an approximately 50-fold 
higher IC50 value than BRAFV600E cell lines, indicating 
that PLX4032 has a selective growth inhibitory effect on 
BRAFV600E-mutated thyroid carcinoma (70).

BAY43-9006 (sorafenib) is the most studied 
multi-kinase therapeutic agent for targeting BRAF, CRAF, 
VEGF receptors 1 to 3, RET kinases to inhibit tumor 
angiogenesis and proliferation in thyroid carcinoma cells 
and xenograft models (62, 71, 72). However, this effect 
seems to be caused by blocking angiogenesis via the 
VEGFR (vascular endothelial growth factor receptor) 
signaling pathway rather than by selectively inhibiting 
BRAF (73). A couple of clinical trials on sorafenib 
monotherapy for the treatment of various malignancies, 
including iodine-refractory thyroid cancer, have recently 
been completed. Although Phase I trials showed 
sorafenib was a well-tolerated agent, however Phase II 
trials showed little effects in advanced melanoma patients 
when sorafenib was used as a single-agent therapy 
(74). Recently, a Phase II trial of sorafenib (longer than 
16weeks)in 30 patients with metastatic iodine-resistant 
thyroid carcinomawere treated by sorafenib showed an 
overall clinical benefit of 77% and 70% with thyroglobulin 
reduction (75). Another Phase II trial of sorafenib in 
patients with metastatic thyroid cancer also showed a 
similar antitumor activity, with a median progression-free 
survival of 15 months, and a significant reduction in the 
levels of phosphorylated VEGFR and phosphorylated 
ERK and VEGRF expression in tumor biopsies (76).

To date, there is no convinced evidence to 
show that the substrates of sorafenib are targeting to 
BRAF. Sorafenib is a multi-kinase inhibitor that may also 
target other kinase pathways besides VEGFR to inhibit 
tumorigenesis and angiogenesis. The mechanism of 
sorafenib mediating therapeutic effects in PTC remains 
to be illuminated. Indeed, antitumor effects were also 
observed with other kinase inhibitors such as axitinib, 
sunitinib, pazopanib and motesanib that are not shown 
to inhibit BRAF, but targeting VEGFRs and PDGFRs 
(platelet-derived growth factor receptor) (77, 78). In 
addition to BRAF mutations, other factors may affect the 
tumor response to sorafenib;therefore, the cocktail of 
various kinase inhibitors provides a potential therapeutic 
strategy in the future.

8. CONCLUSION

Theoncogenic BRAFV600Emutation was first 
identified in malignant melanoma by Davies in 2002(43). 
BRAF plays a critical role in the MAPK signaling pathway 
andin the past twelve years, BRAF mutations have been 
indentified in a variety of humanmalignancies. Furthermore, 
there has been the development of prognostic methods for 
thyroid cancers based on screening for BRAF mutations, 
and the development of structure-based drug design 
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targeting the BRAF kinase.The correlation between BRAF 
mutations and the tumor microenvironment remains 
elusive. The BRAFV600E mutation dysregulates the 
expression of ECM non-cellular components and changes 
the microenvironment in PTC. Similar to the tumor ECM 
microenvironment, BRAFV600Ealso appears to impact both 
the migration and invasion of thyroid carcinoma cells. The 
identification of these new downstream targets induced 
by BRAFV600E may provide a complementary avenue to 
the therapeutic treatment for thyroid cancer, such as drug 
design targeting novel substrates. In the future, a further 
understanding of the mechanisms of BRAFV600E in thyroid 
cancer might offer additional therapeutic opportunities.

9. ACKNOWLEDGEMENTS

Dan-Dan Li and Yi-Feng Zhang contributed 
equally to this manuscript. Hui-Xiong Xu and Xiao-Ping 
Zhang both are the corresponding authors. This work 
was supported in part by Grant SHDC12014229 from 
Shanghai Hospital Development Center, Grant 81302332, 
81401417 from the National Natural Science Foundation 
of China, and Grant 2012045 from Shanghai Municipal 
Human Resources and Social Security Bureau.

10. REFERENCES

1.	 A. Jemal, R. Siegel, E. Ward, Y. Hao, J. Xu 
and M. J. Thun: Cancer statistics, 2009. CA 
Cancer J Clin 59(4), 225-49 (2009) 
DOI: 10.3322/caac.20006

2.	 Y. F. Zhang, H. X. Xu, Y. He, C. Liu, L. H. Guo, 
L. N. Liu and J. M. Xu: Virtual touch tissue 
quantification of acoustic radiation force 
impulse: a new ultrasound elastic imaging in 
the diagnosis of thyroid nodules. PLoS One 
7(11), e49094 (2012) 
DOI: 10.1371/journal.pone.0049094

3.	 Y. F. Zhang, Y. He, H. X. Xu, X. H. Xu, C. 
Liu, L. H. Guo, L. N. Liu and J. M. Xu: Virtual 
touch tissue imaging on acoustic radiation 
force impulse elastography: a new technique 
for differential diagnosis between benign and 
malignant thyroid nodules. J Ultrasound Med 
33(4), 585-95 (2014) 
DOI: 10.7863/ultra.33.4.585

4.	 Y. F. Zhang, C. Liu, H. X. Xu, J. M. Xu, J. 
Zhang, L. H. Guo, S. G. Zheng, L. N. Liu and 
X. H. Xu: Acoustic radiation force impulse 
imaging: a new tool for the diagnosis of 
papillary thyroid microcarcinoma. Biomed 
Res Int 2014, 416969 (2014) 
Doi not found.

5.	 J. M. Xu, H. X. Xu, X. H. Xu, C. Liu, Y. F. Zhang, 

L. H. Guo, L. N. Liu and J. Zhang: Solid Hypo-
echoic Thyroid Nodules on Ultrasound: The 
Diagnostic Value of Acoustic Radiation Force 
Impulse Elastography. Ultrasound Med Biol 
40(9), 2020-30 (2014) 
DOI: 10.1016/j.ultrasmedbio.2014.04.012

6.	 J. A. Fagin: Minireview: branded from the 
start-distinct oncogenic initiating events may 
determine tumor fate in the thyroid. Mol 
Endocrinol 16(5), 903-11 (2002) 
Doi not found.

7.	 I. Bongarzone and M. A. Pierotti: The molecular 
basis of thyroid epithelial tumorigenesis. 
Tumori 89(5), 514-6 (2003) 
Doi not found.

8.	 Y. E. Nikiforov: RET/PTC rearrangement in 
thyroid tumors. Endocr Pathol 13(1), 3-16 
(2002) 
DOI: 10.1385/EP:13:1:03

9.	 G. Tallini: Molecular pathobiology of thyroid 
neoplasms. Endocr Pathol 13(4), 271-88 (2002) 
DOI: 10.1385/EP:13:4:271

10.	 T. G. Kroll, P. Sarraf, L. Pecciarini, C. J. Chen, 
E. Mueller, B. M. Spiegelman and J. A. Fletcher: 
PAX8-PPARgamma1 fusion oncogene in 
human thyroid carcinoma (corrected). Science 
289(5483), 1357-60 (2000) 
DOI: 10.1126/science.289.5483.1357

11.	 B. McIver, S. K. Grebe and N. L. Eberhardt: 
The PAX8/PPAR gamma fusion oncogene 
as a potential therapeutic target in follicular 
thyroid carcinoma. Curr Drug Targets Immune 
Endocr Metabol Disord 4(3), 221-34 (2004) 
DOI: 10.2174/1568008043339802

12.	 M. N. Nikiforova and Y. E. Nikiforov: Molecular 
genetics of thyroid cancer: implications for 
diagnosis, treatment and prognosis. Expert 
Rev Mol Diagn 8(1), 83-95 (2008) 
DOI: 10.1586/14737159.8.1.83

13.	 M. J. Garnett and R. Marais: Guilty as charged: 
B-RAF is a human oncogene. Cancer Cell 
6(4), 313-9 (2004) 
DOI: 10.1016/j.ccr.2004.09.022

14.	 Y. Cohen, M. Xing, E. Mambo, Z. Guo, G. 
Wu, B. Trink, U. Beller, W. H. Westra, P. W. 
Ladenson and D. Sidransky: BRAF mutation 
in papillary thyroid carcinoma. J Natl Cancer 
Inst 95(8), 625-7 (2003) 
DOI: 10.1093/jnci/95.8.625

15.	 T. Fukushima, S. Suzuki, M. Mashiko, 

http://dx.doi.org/10.3322/caac.20006
http://dx.doi.org/10.1371/journal.pone.0049094
http://dx.doi.org/10.7863/ultra.33.4.585
http://dx.doi.org/10.1016/j.ultrasmedbio.2014.04.012
http://dx.doi.org/10.1385/EP:13:1:03
http://dx.doi.org/10.1385/EP:13:4:271
http://dx.doi.org/10.1126/science.289.5483.1357
http://dx.doi.org/10.2174/1568008043339802
http://dx.doi.org/10.1586/14737159.8.1.83
http://dx.doi.org/10.1016/j.ccr.2004.09.022
http://dx.doi.org/10.1093/jnci/95.8.625


Role of BRAF in the pathogenesis of thyroid carcinoma

	 1074� © 1996-2015

T. Ohtake, Y. Endo, Y. Takebayashi, K. 
Sekikawa, K. Hagiwara and S. Takenoshita: 
BRAF mutations in papillary carcinomas of 
the thyroid. Oncogene 22(41), 6455-7 (2003) 
DOI: 10.1038/sj.onc.1206739

16.	 E. T. Kimura, M. N. Nikiforova, Z. Zhu, J. A. 
Knauf, Y. E. Nikiforov and J. A. Fagin: High 
prevalence of BRAF mutations in thyroid 
cancer: genetic evidence for constitutive 
activation of the RET/PTC-RAS-BRAF 
signaling pathway in papillary thyroid 
carcinoma. Cancer Res 63(7), 1454-7 (2003) 

17.	 H. Namba, M. Nakashima, T. Hayashi, N. 
Hayashida, S. Maeda, T. I. Rogounovitch, A. 
Ohtsuru, V. A. Saenko, T. Kanematsu and 
S. Yamashita: Clinical implication of hot spot 
BRAF mutation, V599E, in papillary thyroid 
cancers. J Clin Endocrinol Metab 88(9), 
4393-7 (2003) 
DOI: 10.1210/jc.2003-030305

18.	 P. Soares, V. Trovisco, A. S. Rocha, J. Lima, 
P. Castro, A. Preto, V. Maximo, T. Botelho, 
R. Seruca and M. Sobrinho-Simoes: BRAF 
mutations and RET/PTC rearrangements are 
alternative events in the etiopathogenesis of 
PTC. Oncogene 22(29), 4578-80 (2003) 
DOI: 10.1038/sj.onc.1206706

19.	 X. Xu, R. M. Quiros, P. Gattuso, K. B. Ain and 
R. A. Prinz: High prevalence of BRAF gene 
mutation in papillary thyroid carcinomas and 
thyroid tumor cell lines. Cancer Res 63(15), 
4561-7 (2003) 

20.	 M. Xing: BRAF mutation in thyroid cancer. 
Endocr Relat Cancer 12(2), 245-62 (2005) 
DOI: 10.1677/erc.1.0978

21.	 V. C. Gray-Schopfer, S. da Rocha Dias and 
R. Marais: The role of B-RAF in melanoma. 
Cancer Metastasis Rev 24(1), 165-83 (2005) 
DOI: 10.1007/s10555-005-5865-1

22.	 V. Emuss, M. Garnett, C. Mason and R. 
Marais: Mutations of C-RAF are rare in human 
cancer because C-RAF has a low basal 
kinase activity compared with B-RAF. Cancer 
Res 65(21), 9719-26 (2005) 
DOI: 10.1158/0008-5472.CAN-05-1683

23.	 M. J. Robinson and M. H. Cobb: Mitogen-
activated protein kinase pathways. Curr Opin 
Cell Biol 9(2), 180-6 (1997) 
DOI: 10.1016/S0955-0674(97)80061-0

24.	 R. A. MacCorkle and T. H. Tan: 

Mitogen-activated protein kinases in cell-cycle 
control. Cell Biochem Biophys 43(3), 451-61 
(2005) 
DOI: 10.1385/CBB:43:3:451

25.	 S. Yoon and R. Seger: The extracellular 
signal-regulated kinase: multiple substrates 
regulate diverse cellular functions. Growth 
Factors 24(1), 21-44 (2006) 
DOI: 10.1080/02699050500284218

26.	 J. A. McCubrey, L. S. Steelman, W. H. Chappell, 
S. L. Abrams, E. W. Wong, F. Chang, et al: 
Roles of the Raf/MEK/ERK pathway in cell 
growth, malignant transformation and drug 
resistance. Biochim Biophys Acta 1773(8), 
1263-84 (2007) 
DOI: 10.1016/j.bbamcr.2006.10.001

27.	 C. Wellbrock, M. Karasarides and R. Marais: 
The RAF proteins take centre stage. Nat Rev 
Mol Cell Biol 5(11), 875-85 (2004) 
DOI: 10.1038/nrm1498

28.	 U. R. Rapp, M. D. Goldsborough, G. E. Mark, 
T. I. Bonner, J. Groffen, F. H. Reynolds, 
Jr. and J. R. Stephenson: Structure and 
biological activity of v-raf, a unique oncogene 
transduced by a retrovirus. Proc Natl Acad Sci 
U S A 80(14), 4218-22 (1983) 
DOI: 10.1073/pnas.80.14.4218

29.	 H. W. Jansen, R. Lurz, K. Bister, T. I. Bonner, 
G. E. Mark and U. R. Rapp: Homologous cell-
derived oncogenes in avian carcinoma virus 
MH2 and murine sarcoma virus 3611. Nature 
307(5948), 281-4 (1984) 
DOI: 10.1038/307281a0

30.	 P. Sutrave, T. I. Bonner, U. R. Rapp, H. W. 
Jansen, T. Patschinsky and K. Bister: Nucleotide 
sequence of avian retroviral oncogene v-mil: 
homologue of murine retroviral oncogene v-raf. 
Nature 309(5963), 85-8 (1984) 
DOI: 10.1038/309085a0

31.	 H. Chong, H. G. Vikis and K. L. Guan: 
Mechanisms of regulating the Raf kinase 
family. Cell Signal 15(5), 463-9 (2003) 
DOI: 10.1016/S0898-6568(02)00139-0

32.	 A. D. Catling, C. W. Reuter, M. E. Cox, S. J. 
Parsons and M. J. Weber: Partial purification 
of a mitogen-activated protein kinase kinase 
activator from bovine brain. Identification as 
B-Raf or a B-Raf-associated activity. J Biol 
Chem 269(47), 30014-21 (1994) 
Doi not found.

http://dx.doi.org/10.1038/sj.onc.1206739
http://dx.doi.org/10.1210/jc.2003-030305
http://dx.doi.org/10.1038/sj.onc.1206706
http://dx.doi.org/10.1677/erc.1.0978
http://dx.doi.org/10.1007/s10555-005-5865-1
http://dx.doi.org/10.1158/0008-5472.CAN-05-1683
http://dx.doi.org/10.1016/S0955-0674(97)80061-0
http://dx.doi.org/10.1385/CBB:43:3:451
http://dx.doi.org/10.1080/02699050500284218
http://dx.doi.org/10.1016/j.bbamcr.2006.10.001
http://dx.doi.org/10.1038/nrm1498
http://dx.doi.org/10.1073/pnas.80.14.4218
http://dx.doi.org/10.1038/307281a0
http://dx.doi.org/10.1038/309085a0
http://dx.doi.org/10.1016/S0898-6568(02)00139-0


Role of BRAF in the pathogenesis of thyroid carcinoma

	 1075� © 1996-2015

33.	 C. A. Pritchard, M. L. Samuels, E. Bosch and 
M. McMahon: Conditionally oncogenic forms 
of the A-Raf and B-Raf protein kinases display 
different biological and biochemical properties 
in NIH 3T3 cells. Mol Cell Biol 15(11), 6430-42 
(1995) 
Doi not found.

34.	 L. Wojnowski, L. F. Stancato, A. C. Larner, 
U. R. Rapp and A. Zimmer: Overlapping and 
specific functions of Braf and Craf-1 proto-
oncogenes during mouse embryogenesis. 
Mech Dev 91(1-2), 97-104 (2000) 
DOI: 10.1016/S0925-4773(99)00276-2

35.	 C. Greenman, P. Stephens, R. Smith, G. 
L. Dalgliesh, C. Hunter, G. Bignell, et al: 
Patterns of somatic mutation in human cancer 
genomes. Nature 446(7132), 153-8 
DOI: 10.1038/nature05610

36.	 M. J. Garnett, S. Rana, H. Paterson, D. Barford 
and R. Marais: Wild-type and mutant B-RAF 
activate C-RAF through distinct mechanisms 
involving heterodimerization. Mol Cell 20(6), 
963-9 (2005) 
DOI: 10.1016/j.molcel.2005.10.022

37.	 L. K. Rushworth, A. D. Hindley, E. O’Neill and 
W. Kolch: Regulation and role of Raf-1/B-Raf 
heterodimerization. Mol Cell Biol 26(6), 2262-
72 (2006) 
DOI: 10.1128/MCB.26.6.2262-2272.2006

38.	 C. M. Udell, T. Rajakulendran, F. Sicheri and 
M. Therrien: Mechanistic principles of RAF 
kinase signaling. Cell Mol Life Sci 68(4), 553-
65 (2011) 
DOI: 10.1007/s00018-010-0520-6

39.	 T. Rajakulendran, M. Sahmi, M. Lefrancois, 
F. Sicheri and M. Therrien: A dimerization-
dependent mechanism drives RAF catalytic 
activation. Nature 461(7263), 542-5 (2009)
DOI: 10.1038/nature08314

40.	 J. R. Haling, J. Sudhamsu, I. Yen, S. Sideris, 
W. Sandoval, W. Phung, et al: Structure of 
the BRAF-MEK Complex Reveals a Kinase 
Activity Independent Role for BRAF in MAPK 
Signaling. Cancer Cell 26(3), 402-13 (2014) 
DOI: 10.1016/j.ccr.2014.07.007

41.	 P. T. Wan, M. J. Garnett, S. M. Roe, S. Lee, 
D. Niculescu-Duvaz, V. M. Good, C. M. Jones, 
C. J. Marshall, C. J. Springer, D. Barford and 
R. Marais: Mechanism of activation of the 
RAF-ERK signaling pathway by oncogenic 

mutations of B-RAF. Cell 116(6), 855-67 
(2004) 
DOI: 10.1016/S0092-8674(04)00215-6

42.	 K. E. Mercer and C. A. Pritchard: Raf proteins 
and cancer: B-Raf is identified as a mutational 
target. Biochim Biophys Acta 1653(1), 25-40 
(2003) 
Doi not found.

43.	 H. Davies, G. R. Bignell, C. Cox, P. Stephens, 
S. Edkins, S. Clegg, et al: Mutations of 
the BRAF gene in human cancer. Nature 
417(6892), 949-54 (2002) 
DOI: 10.1038/nature00766

44.	 P. M. Pollock and P. S. Meltzer: A genome-
based strategy uncovers frequent BRAF 
mutations in melanoma. Cancer Cell 2(1), 5-7 
(2002) 
DOI: 10.1016/S1535-6108(02)00089-2

45.	 G. Singer, R. Oldt, 3rd, Y. Cohen, B. G. Wang, 
D. Sidransky, R. J. Kurman and M. Shih Ie: 
Mutations in BRAF and KRAS characterize 
the development of low-grade ovarian serous 
carcinoma. J Natl Cancer Inst 95(6), 484-6 
(2003) 
DOI: 10.1093/jnci/95.6.484

46.	 S. A. Hundahl, I. D. Fleming, A. M. Fremgen 
and H. R. Menck: A National Cancer Data 
Base report on 53,856 cases of thyroid 
carcinoma treated in the U.S., 1985-1995 (see 
commetns). Cancer 83(12), 2638-48 (1998) 
DOI: 10.1002/(SICI)1097-0142(19981215)83 
:12<2638::AID-CNCR31>3.0.CO;2-1

47.	 N. Mitsutake, J. A. Knauf, S. Mitsutake, 
C. Mesa, Jr., L. Zhang and J. A. Fagin: 
Conditional BRAFV600E expression induces 
DNA synthesis, apoptosis, dedifferentiation, 
and chromosomal instability in thyroid PCCL3 
cells. Cancer Res 65(6), 2465-73 (2005) 
DOI: 10.1158/0008-5472.CAN-04-3314

48.	 A. S. Dhillon and W. Kolch: Oncogenic B-Raf 
mutations: crystal clear at last. Cancer Cell 
5(4), 303-4 (2004) 
DOI: 10.1016/S1535-6108(04)00087-X

49.	 S. R. Hubbard: Oncogenic mutations in B-Raf: 
some losses yield gains. Cell 116(6), 764-6 
(2004) 
DOI: 10.1016/S0092-8674(04)00256-9

50.	 P. Xie, C. Streu, J. Qin, H. Bregman, N. 
Pagano, E. Meggers and R. Marmorstein: 
The crystal structure of BRAF in complex 

http://dx.doi.org/10.1016/S0925-4773(99)00276-2
http://dx.doi.org/10.1038/nature05610
http://dx.doi.org/10.1016/j.molcel.2005.10.022
http://dx.doi.org/10.1128/MCB.26.6.2262-2272.2006
http://dx.doi.org/10.1007/s00018-010-0520-6
http://dx.doi.org/10.1038/nature08314
http://dx.doi.org/10.1016/j.ccr.2014.07.007
http://dx.doi.org/10.1016/S0092-8674(04)00215-6
http://dx.doi.org/10.1038/nature00766
http://dx.doi.org/10.1016/S1535-6108(02)00089-2
http://dx.doi.org/10.1093/jnci/95.6.484
http://dx.doi.org/10.1002/(SICI)1097-0142(19981215)83:12%3C2638::AID-CNCR31%3E3.0.CO;2-1
http://dx.doi.org/10.1002/(SICI)1097-0142(19981215)83:12%3C2638::AID-CNCR31%3E3.0.CO;2-1
http://dx.doi.org/10.1158/0008-5472.CAN-04-3314
http://dx.doi.org/10.1016/S1535-6108(04)00087-X
http://dx.doi.org/10.1016/S0092-8674(04)00256-9


Role of BRAF in the pathogenesis of thyroid carcinoma

	 1076� © 1996-2015

with an organoruthenium inhibitor reveals a 
mechanism for inhibition of an active form of 
BRAF kinase. Biochemistry 48(23), 5187-98 
(2009) 
DOI: 10.1021/bi802067u

51.	 T. Ikenoue, Y. Hikiba, F. Kanai, Y. Tanaka, 
J. Imamura, T. Imamura, M. Ohta, H. Ijichi, 
K. Tateishi, T. Kawakami, J. Aragaki, M. 
Matsumura, T. Kawabe and M. Omata: 
Functional analysis of mutations within the 
kinase activation segment of B-Raf in human 
colorectal tumors. Cancer Res 63(23), 8132-7 
(2003) 
Doi not found.

52.	 K. Satyamoorthy, G. Li, M. R. Gerrero, M. S. 
Brose, P. Volpe, B. L. Weber, P. Van Belle, 
D. E. Elder and M. Herlyn: Constitutive 
mitogen-activated protein kinase activation 
in melanoma is mediated by both BRAF 
mutations and autocrine growth factor 
stimulation. Cancer Res 63(4), 756-9 (2003) 
Doi not found.

53.	 C. Wellbrock, L. Ogilvie, D. Hedley, M. 
Karasarides, J. Martin, D. Niculescu-Duvaz, 
C. J. Springer and R. Marais: V599EB-RAF 
is an oncogene in melanocytes. Cancer Res 
64(7), 2338-42 (2004) 
DOI: 10.1158/0008-5472.CAN-03-3433

54.	 S. J. Heidorn, C. Milagre, S. Whittaker, A. 
Nourry, I. Niculescu-Duvas, N. Dhomen, J. 
Hussain, J. S. Reis-Filho, C. J. Springer, C. 
Pritchard and R. Marais: Kinase-dead BRAF 
and oncogenic RAS cooperate to drive tumor 
progression through CRAF. Cell 140(2), 209-
21 (2010) 
DOI: 10.1016/j.cell.2009.12.040

55.	 J. Lima, V. Trovisco, P. Soares, V. Maximo, 
J. Magalhaes, G. Salvatore, et al: BRAF 
mutations are not a major event in post-
Chernobyl childhood thyroid carcinomas. J 
Clin Endocrinol Metab 89(9), 4267-71 (2004) 
DOI: 10.1210/jc.2003-032224

56.	 V. Trovisco, I. Vieira de Castro, P. Soares, 
V. Maximo, P. Silva, J. Magalhaes, A. 
Abrosimov, X. M. Guiu and M. Sobrinho-
Simoes: BRAF mutations are associated with 
some histological types of papillary thyroid 
carcinoma. J Pathol 202(2), 247-51 (2004)
DOI: 10.1002/path.1511

57.	 R. Ciampi, J. A. Knauf, R. Kerler, M. Gandhi, 
Z. Zhu, M. N. Nikiforova, H. M. Rabes, J. A. 

Fagin and Y. E. Nikiforov: Oncogenic AKAP9-
BRAF fusion is a novel mechanism of MAPK 
pathway activation in thyroid cancer. J Clin 
Invest 115(1), 94-101 (2005) 
DOI: 10.1172/JCI23237

58.	 J. A. Knauf, X. Ma, E. P. Smith, L. Zhang, 
N. Mitsutake, X. H. Liao, S. Refetoff, Y. E. 
Nikiforov and J. A. Fagin: Targeted expression 
of BRAFV600E in thyroid cells of transgenic 
mice results in papillary thyroid cancers that 
undergo dedifferentiation. Cancer Res 65(10), 
4238-45 (2005) 
DOI: 10.1158/0008-5472.CAN-05-0047

59.	 R. M. Melillo, M. D. Castellone, V. Guarino, 
V. De Falco, A. M. Cirafici, G. Salvatore, F. 
Caiazzo, F. Basolo, R. Giannini, M. Kruhoffer, 
T. Orntoft, A. Fusco and M. Santoro: The RET/
PTC-RAS-BRAF linear signaling cascade 
mediates the motile and mitogenic phenotype 
of thyroid cancer cells. J Clin Invest 115(4), 
1068-81 (2005)
DOI: 10.1172/JCI200522758

60.	 C. Mesa, Jr., M. Mirza, N. Mitsutake, M. Sartor, 
M. Medvedovic, C. Tomlinson, J. A. Knauf, G. F. 
Weber and J. A. Fagin: Conditional activation 
of RET/PTC3 and BRAFV600E in thyroid cells 
is associated with gene expression profiles 
that predict a preferential role of BRAF in 
extracellular matrix remodeling. Cancer Res 
66(13), 6521-9 (2006) 
DOI: 10.1158/0008-5472.CAN-06-0739

61.	 B. Ouyang, J. A. Knauf, E. P. Smith, L. Zhang, 
T. Ramsey, N. Yusuff, D. Batt and J. A. Fagin: 
Inhibitors of Raf kinase activity block growth 
of thyroid cancer cells with RET/PTC or BRAF 
mutations in vitro and in vivo. Clin Cancer Res 
12(6), 1785-93 (2006) 
DOI: 10.1158/1078-0432.CCR-05-1729

62.	 G. Salvatore, V. De Falco, P. Salerno, T. C. 
Nappi, S. Pepe, G. Troncone, F. Carlomagno, 
R. M. Melillo, S. M. Wilhelm and M. Santoro: 
BRAF is a therapeutic target in aggressive 
thyroid carcinoma. Clin Cancer Res 12(5), 
1623-9 (2006) 
DOI: 10.1158/1078-0432.CCR-05-2378

63.	 K. Polyak, I. Haviv and I. G. Campbell: 
Co-evolution of tumor cells and their 
microenvironment. Trends Genet 25(1), 30-8 
(2009) 
DOI: 10.1016/j.tig.2008.10.012

64.	 D. Hanahan and R. A. Weinberg: The 

http://dx.doi.org/10.1021/bi802067u
http://dx.doi.org/10.1158/0008-5472.CAN-03-3433
http://dx.doi.org/10.1016/j.cell.2009.12.040
http://dx.doi.org/10.1210/jc.2003-032224
http://dx.doi.org/10.1002/path.1511
http://dx.doi.org/10.1172/JCI23237
http://dx.doi.org/10.1158/0008-5472.CAN-05-0047
http://dx.doi.org/10.1172/JCI200522758
http://dx.doi.org/10.1158/0008-5472.CAN-06-0739
http://dx.doi.org/10.1158/1078-0432.CCR-05-1729
http://dx.doi.org/10.1158/1078-0432.CCR-05-2378
http://dx.doi.org/10.1016/j.tig.2008.10.012


Role of BRAF in the pathogenesis of thyroid carcinoma

	 1077� © 1996-2015

hallmarks of cancer. Cell 100(1), 57-70 (2000) 
DOI: 10.1016/S0092-8674(00)81683-9

65.	 R. O. Hynes: The extracellular matrix: not 
just pretty fibrils. Science 326(5957), 1216-9 
(2009) 
DOI: 10.1126/science.1176009

66.	 M. Xing: BRAF mutation in papillary thyroid 
cancer: pathogenic role, molecular bases, 
and clinical implications. Endocr Rev 28(7), 
742-62 (2007) 
DOI: 10.1210/er.2007-0007

67.	 F. Frasca, C. Nucera, G. Pellegriti, P. Gangemi, 
M. Attard, M. Stella, M. Loda, V. Vella, C. 
Giordano, F. Trimarchi, E. Mazzon, A. Belfiore 
and R. Vigneri: BRAF(V600E) mutation and 
the biology of papillary thyroid cancer. Endocr 
Relat Cancer 15(1), 191-205 (2008) 
DOI: 10.1677/ERC-07-0212

68.	 J. Tsai, J. T. Lee, W. Wang, J. Zhang, H. 
Cho, S. Mamo, et al: Discovery of a selective 
inhibitor of oncogenic B-Raf kinase with potent 
antimelanoma activity. Proc Natl Acad Sci U S 
A 105(8), 3041-6 (2008) 
DOI: 10.1073/pnas.0711741105

69.	 G. Bollag, P. Hirth, J. Tsai, J. Zhang, P. N. 
Ibrahim, H. Cho, et al: Clinical efficacy of a 
RAF inhibitor needs broad target blockade in 
BRAF-mutant melanoma. Nature 467(7315), 
596-9 (2010) 
DOI: 10.1038/nature09454

70.	 E. Sala, L. Mologni, S. Truffa, C. Gaetano, 
G. E. Bollag and C. Gambacorti-Passerini: 
BRAF silencing by short hairpin RNA or 
chemical blockade by PLX4032 leads to 
different responses in melanoma and thyroid 
carcinoma cells. Mol Cancer Res 6(5), 751-9 
(2008)
DOI: 10.1158/1541-7786.MCR-07-2001

71.	 D. A. Murphy, S. Makonnen, W. Lassoued, M. D. 
Feldman, C. Carter and W. M. Lee: Inhibition of 
tumor endothelial ERK activation, angiogenesis, 
and tumor growth by sorafenib (BAY43-9006). 
Am J Pathol 169(5), 1875-85 (2006) 
DOI: 10.2353/ajpath.2006.050711

72.	 J. F. Lyons, S. Wilhelm, B. Hibner and G. 
Bollag: Discovery of a novel Raf kinase 
inhibitor. Endocr Relat Cancer 8(3), 219-25 
(2001) 
DOI: 10.1677/erc.0.0080219

73.	 S. Kim, Y. D. Yazici, G. Calzada, Z. Y. Wang, 

M. N. Younes, S. A. Jasser, A. K. El-Naggar 
and J. N. Myers: Sorafenib inhibits the 
angiogenesis and growth of orthotopic 
anaplastic thyroid carcinoma xenografts in 
nude mice. Mol Cancer Ther 6(6), 1785-92 
(2007) 
DOI: 10.1158/1535-7163.MCT-06-0595

74.	 T. Eisen, T. Ahmad, K. T. Flaherty, M. Gore, 
S. Kaye, R. Marais, I. Gibbens, S. Hackett, 
M. James, L. M. Schuchter, K. L. Nathanson, 
C. Xia, R. Simantov, B. Schwartz, M. Poulin-
Costello, P. J. O’Dwyer and M. J. Ratain: 
Sorafenib in advanced melanoma: a Phase II 
randomised discontinuation trial analysis. Br J 
Cancer 95(5), 581-6 (2006)
DOI: 10.1038/sj.bjc.6603291

75.	 V. Gupta-Abramson, A. B. Troxel, A. Nellore, 
K. Puttaswamy, M. Redlinger, K. Ransone, 
S. J. Mandel, K. T. Flaherty, L. A. Loevner, P. 
J. O’Dwyer and M. S. Brose: Phase II trial of 
sorafenib in advanced thyroid cancer. J Clin 
Oncol 26(29), 4714-9 (2008) 
DOI: 10.1200/JCO.2008.16.3279

76.	 R. T. Kloos, M. D. Ringel, M. V. Knopp, N. 
C. Hall, M. King, R. Stevens, J. Liang, P. E. 
Wakely, Jr., V. V. Vasko, M. Saji, J. Rittenberry, 
L. Wei, D. Arbogast, M. Collamore, J. J. 
Wright, M. Grever and M. H. Shah: Phase II 
trial of sorafenib in metastatic thyroid cancer. 
J Clin Oncol 27(10), 1675-84 (2009) 
DOI: 10.1200/JCO.2008.18.2717

77.	 S. I. Sherman, L. J. Wirth, J. P. Droz, M. 
Hofmann, L. Bastholt, R. G. Martins, et  al: 
Motesanib diphosphate in progressive 
differentiated thyroid cancer. N Engl J Med 
359(1), 31-42 (2008) 
DOI: 10.1056/NEJMoa075853

78.	 E. E. Cohen, L. S. Rosen, E. E. Vokes, M. 
S. Kies, A. A. Forastiere, F. P. Worden, et al: 
Axitinib is an active treatment for all histologic 
subtypes of advanced thyroid cancer: results 
from a phase II study. J Clin Oncol 26(29), 
4708-13 (2008) 
DOI: 10.1200/JCO.2007.15.9566

Abbreviations: ARAF, A-type RAF kinase; ATC, 
anaplastic thyroid cancer; BRAF, B-type RAF 
kinase; CR1, conserved region 1; CR2, conserved 
region 2; CR3, conserved region 3; CRAF, C-type 
RAF kinase; ECM, extracellular matrix; ERK, 
extracellular signal-regulated kinase; FTC, follicular 
thyroid cancer; KSR, kinase suppressor of RAS; 

http://dx.doi.org/10.1016/S0092-8674(00)81683-9
http://dx.doi.org/10.1126/science.1176009
http://dx.doi.org/10.1210/er.2007-0007
http://dx.doi.org/10.1677/ERC-07-0212
http://dx.doi.org/10.1073/pnas.0711741105
http://dx.doi.org/10.1038/nature09454
http://dx.doi.org/10.1158/1541-7786.MCR-07-2001
http://dx.doi.org/10.2353/ajpath.2006.050711
http://dx.doi.org/10.1677/erc.0.0080219
http://dx.doi.org/10.1158/1535-7163.MCT-06-0595
http://dx.doi.org/10.1038/sj.bjc.6603291
http://dx.doi.org/10.1200/JCO.2008.16.3279
http://dx.doi.org/10.1200/JCO.2008.18.2717
http://dx.doi.org/10.1056/NEJMoa075853
http://dx.doi.org/10.1200/JCO.2007.15.9566


Role of BRAF in the pathogenesis of thyroid carcinoma

	 1078� © 1996-2015

MAPK, mitogen-activated protein kinase; MCL-1, 
myeloid cell leukemia-1; MMPs, matrix metallo-
proteases; PDGFR, platelet-derived growth factor 
receptor; PPARγ, PAX8-peroxisome proliferator-
activated receptor γ; PTC, papillary thyroid cancer; 
RTK, receptor tyrosine kinase; VEGF, vascular 
endothelial growth factor; VEGFR, vascular 
endothelial growth factor receptor

Key Words: BRAF, Thyroid Carcinoma, MAPK, 
Review

Send correspondence to: Hui-Xiong Xu, 
Department of Medical Ultrasound, Shanghai 
Tenth People’s Hospital, Tenth People’s Hospital 
of Tongji University, Shanghai 200072, China. 
Tel: 021-66300588, Fax: 021-66300588, 
E-mail: huixiong‑xu@163.com 

mailto:xu@163.com

